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Abstract
Recurrent spontaneous abortions (RSA) are defined as loss of two or more consecutive clinically recognized pregnancies before the 20th week of gestation. In RSA, several maternal causative factors are known, but still, 50% of the cases remain unexplained. Evidence suggests that paternal factors are also equally important. Earlier studies in our laboratory have found DNA methylation in spermatozoa at a number of imprinted and non-imprinted genes to be associated with RSA. Epigenetic phenomena, such as genomic imprinting and the regulation of gene expression by miRNAs, play an important role in embryonic and placental development. Two large miRNA clusters, Chromosome 14 microRNA cluster (C14MC) and Chromosome 19 microRNA cluster (C19MC), are imprinted and expressed in placenta. C14MC and C19MC miRNAs are known to regulate trophoblast proliferation and migration. Altered expression of these clusters can be a risk factor for RSA. Any aberrant methylation at DMRs of these two clusters in spermatozoa, as well as in chorionic villi may result in an aberrant miRNA expression and may affect placental development, leading to spontaneous abortion.
The present study was undertaken to analyze the DNA methylation status at the DMRs of C14MC and C19MC in spermatozoa and chorionic villi along with expression of miRNAs of these clusters and the expression of their targets in chorionic villi tissue. The detailed results will be discussed in the presentation. 
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